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The Hippo signaling pathway is responsible for organ size control, tissue

homeostasis, and regeneration[1]. Dysfunction of this pathway has been degenerative state, homeostatic state, and tumorigenic state. Each color shaded region o
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NOTCH The parameter kYTup3 was used to characterize the strength of the YAP/TAZ-LATS1/2 negative feedback loop. noise, in addition to the intrinsic noise, make the distributions within each state

The bifurcation diagram shows the possibility of a tristable region and how the transition thresholds change wider.
M ethOd S with increasing or decreasing kYTup3. The nullclines were plotted again to show the three stable state states

when kYTup3 was 85% of its original parameter value.
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To plot the nullclines when the value of kyry,; changes, we reduced YAP/TAZ-LATS1/2 Feedback Loop YAP/TAZ-SIRT 1 Feedback Loop YAP/TAZ-NOTCH Feedback Loop and methods used.
the 5-ODE model to a 2-ODE model. To do so, we set d[YT,]/dt, d[S]/dt Parameters
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